CelD 

y^L«u-Tyr^y^sp-V«Msr>-A*pA^ 

i^L*^Lys-Ar8-Tyr-V«l-I^Lys-Ala-V«l^-Thr-L^^ 
Ly»-Asn-Ala-A*p-VakA*n-AfB-A*p-Gty-A/B-^ 

LAo^r-ArQ-Tyr^^o-I^AfB-VaWle-Gki-Ly»-L»o-Pro-Ile 

CelS 

Lys-^^Tyr^ly-Asp-Va^AsrvAsp-Asp^fy-Lys-V^ 
Ala-Lau-Lys-AfB-Tyr-VaJ-Uu-Af^^ 

«u-Asn^lu-Asp^ly-AfQA^Asn^-Thr^s^ 
Leu-Lys-Glu-lte-Asp-Thr-Leu-Pn>-Tyr-Lys-Asn 
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Amino Acid sequence of first two int mal repeats and CBC of Scaffoldin 



Gly-Val-Pro-Ser-Lys^ly-Met-Ala-AsrvCys-Asp-Phe-Val-L*u^ 
Leu-GliKVa^Thr^lu-VakLys-Pro-Gly-Ser-IW 

Asp-Ser-Ala-lle-Tyr-Pro-Asp-Anj-Lys-Met-lleAte^ 
Arg/<3ly-Thr-Tyr-Ala-lle-Thr^lrvAsp^ 

Ala-Ala-Ala-Ala-Pro-lle-Thr-Leu-Leu^lu-Val^ly-Ala-Phe-AIa-Asp-AsrvAsp^ 

Glu-lle-Ser-Thr-Thr-Phe-VakAla-Gly^ly-Va^Asr^ 

Pro-AsrwVal-Pro-Ser-Asp^ly-Val-Val-Val-GluMIe^^ 

ThrA/al-Glu-lle-Pfo-Val-Tyr-Phe-ArD/<^ 

Val-Phe-Arg-Tyr-Asp-Pro-AsrvVal-Leu^lu-lle-l^^ 

Asp-Pro-AsrHPro-Thr-Lys-Ser-Phe-Asp-Thr-Ala-He-Tyr-Pro-Asp-Aro-Lys-lle-H 

LeiHPhe-Ala-Glu-Asp-Ser<3ly-Thr^ly-Ala-Tyr-Ala-lle-^ 

L ys -lle-Arg-Ala-Thr-Val-Lys-Ser-Ser-Ala-Pro^ly-Ty^ 

Phe-Ala-Asp-AsrvAsp-Leu-Val^lu^lrvLys-Val-Ser-Ph^ 

Gly-AsrvAla-Thr-Prc-Thr-Lys^ly-Ala-Thr-Pro^^ 

Thr-Ala-Thr-Pro-Thr-Arg-Prc^Ser-Val-PrcKThr-Asn-Thr-Pro-Thr-Asn-Thr-Pro-Ala-Asn- 

Thr-Pro-Val-Ser-Gly-Asn-Leu-Lys-Val-Glu-Phe-Tyr-Asn-Ser-Asn-Pro-Ser-Asp-Thr-Thr- 

Asn-Ser-lle-Asn-Pro-Gln-Phe-Lys-Val-Thr-Asn-Thr-Gly-Ser-Ser-Ala-lle-Asp-Leu-Ser- 

Lys-Leu-Thr-Leu-Arg-Tyr-Tyr-Tyr-Thr-Val-Asp-Gly-Gln-Lys-Asp^lrHThr-Phe-Trp-Cys- 

Asp-His-Ala-Ala-lle-lle-Gly-Ser-Asn-Gly-Ser-Tyr-Asn-Gly-lle-Thr-Ser-Asn-Val-Lys-Gly- 

Thr-Phe-Val-Lys-Met-Ser-Ser-Ser-Thr-Asn-AsrwAla-Asp-Thr-Tyr-Leu-Glu-lle-Ser-Phe- 

Thr-Gly-Gly-Thr-Leu-Glu-Pi^Gly-Ala-His-Val-Gln-lle-Gln-Gly-Arg-Phe-Ala-Lys-Asn-Asp- 

Trp-Ser-Asn-Tyr-Thr-Gln-Ser-Asn-Asp-Tyr-Ser-Phe-Lys-Ser-Ala-Ser-Gln-Phe-Val-Glu- 

Trp-Asp-GlnA/al-Thr-Ala-Tyr-Leu-Asrv<3l^^^ 
Ser-Val-Val-Pro-Ser-Thr-Gln-Pro-Val-Thr-Thr-Pr^ 

Thr-Lys-Pro-Pro-Ala-Thr-Thr-lle-PrcKPro-Ser-Asp-Asp-Pro-Asn-Ala-lle-Lys-lle-Lys-Val- 
Asp-Thr-Val-Asr^Ala-Lys-Pro-Gly-Asp-Thr-Val-Asn-lle-Pro-Val-Aro-Phe-Ser 
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